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Species Gene Symbol Gene ID GenBank Accession Transcript
Human ATP5F1B 506 BC016512 NM_001686
About the gene
Official Symbol ATP5F1B
Previous Symbol ATPSBIATPSB
Official Full Name | ATP synthase F1 subunit beta
Synonyms -
Location 12q13.3
Gene Type protein-coding gene
Uniprot ID P06576
Pathway/Library others
This gene encodes a subunit of mitochondrial ATP synthase. Mitochondrial ATP synthase catalyzes ATP
synthesis, utilizing an electrochemical gradient of protons across the inner membrane during oxidative
phosphorylation. ATP synthase is composed of two linked multi-subunit complexes: the soluble catalytic
Gene Summary core, F1, an(.i the membrane-spanning component, Fo., comprising ‘the proton channel. The catalytic
portion of mitochondrial ATP synthase consists of 5 different subunits (alpha, beta, gamma, delta, and
epsilon) assembled with a stoichiometry of 3 alpha, 3 beta, and a single representative of the other 3. The
proton channel consists of three main subunits (a, b, ¢). This gene encodes the beta subunit of the catalytic
core.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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